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Academia
2017 – 2019	Dr. rer. nat. in Bioinformatics, Heidelberg University, Germany
2004 – 2010	Diploma Bioinformatics, Jena University, Germany

Career
since 2023	Tenured Professor (W1) for Quantitative Biomedicine, Institute of Immunology, University Medical Center, Mainz, Germany
since 2018	Teamleader for Computational Oncoimmunology within Department of Applied Bioinformatics, DKFZ Heidelberg, Germany
2019 - 2023	Postdoctoral scientist, Department of Applied Bioinformatics, DKFZ Heidelberg, Germany
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